h "'t’??EAF S ﬁo::Nz?:zer;asems:EN;E'"i 5020 THE FQRENSIC ODYSSEY \

- 2018 LYoN. CONVENTION CENTER FRANCE . AUGUST 27:# 312018

; *f”"f!écllldq’rlon ond Improvemen’r -
in ngh Thrcughpu’r STR Analysis. for DNA-
Dc’rcbose using Smart D-N- Adem Kit Gnd

‘ DNA Normollzo’non oy

Sebashen Follo’r‘ Jerome Jolly2 Francis Herm|’r’re1 o
Sylvam Hubod Momuel Gaboyard? -

o ‘IRCGN Cergy Pon’rOIse 2ADEI\/\TECH Pessoc Fronce




OSAF = E;“REE“NRS?Siérgszems&NCE 4 8 o 9 00 g = R ENSIC OD YSSEY

2018 Lvon CONVENTION CENTER - FRANCE _ AUGUST 27th 3]Sc 2018

Objectives

« Smart DNAdem Kit methodology compared to Direct PCR on 348 reference FTA cards
* Prospective study on a 1029-random sample set
« Comparison between AMpFISTR IdentiFiler Plus and GlobalFiler Amplification kits

Material & Methods

Process flow *

FTA cards / Automated DNA Extraction

punches and Normalisation

STR Analysis

AmpFISTR IdentiFiler Plus 3500xL Genetic Analyzer
GlobalFiler Gene Mapper

Throughput = 2x96 samples / 2h30 * Process also available from swabs
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Resulis

Normalisation using Smart DNAdem Kit

Smart D-N-Adem-Kif
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Conclusion

High-quality DNA is efficiently purified by Smart DNAdem Kit thanks to DNA normalisation. This
methodology offers a cost-effective solution for high-throughput STR analysis compared to Direct PCR.



